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Abstract 

Background: Malaria is common in hilly, forested areas along national borders in Southeast Asia. Insecticide resist-
ance in malaria vectors has been detected in a few countries in the Greater Mekong sub-region (GMS), representing 
a threat to malaria control and prevention. This study aims to determine the insecticide resistance status of Anopheles 
mosquitoes in Ubon Ratchathani province, northeastern Thailand, where increasing number of malaria cases were 
reported recently.

Methods: Mosquitoes were collected in 2013–2015 using human landing and cattle bait collections in six sites 
during both the rainy and dry seasons. Mosquitoes were first morphologically identified to species and their suscep-
tibility status to deltamethrin (0.05%), permethrin (0.75%) and DDT (4%) investigated, according to WHO guidelines. 
Bioassays with the synergists PBO and DEF were carried out to address the role of detoxifying enzymes in insecticide 
resistance. DNA sequencing of a fragment of the voltage-gated sodium channel gene was carried out to detect 
knock-down resistance (kdr) substitutions at position 1014 in resistant species.

Results: Due to low vector abundance, complete bioassays (n ≥ 100 mosquitoes) were only achieved for Anopheles 
hyrcanus s.l., which was resistant to all insecticides tested (mortality ranged from 45 to 87%). Suspected resistance to 
DDT was found in Anopheles barbirostris s.l. (mortality 69%), but it was susceptible to deltamethrin (mortality 97–100%) 
and permethrin (mortality 100%). Although insufficient number of primary vectors were collected, results showed 
that Anopheles dirus s.l. and Anopheles maculatus s.l. were susceptible to deltamethrin (mortality 100%). Anopheles 
nivipes and Anopheles philippinensis were susceptible to all three insecticides. PBO significantly increased mortality to 
deltamethrin and permethrin in pyrethroid-resistant An. hyrcanus s.l. None of the sequenced specimens presented the 
L1014F or L1014S mutation.

Discussion: This study shows that insecticide resistance is present in potential malaria vectors in northeastern 
Thailand. The absence of kdr mutations in all Anopheles species tested suggests that metabolic resistance is the main 
mechanism of pyrethroid resistance. This study provides new findings about insecticide susceptibility status of poten-
tial malaria vectors in northeastern Thailand that are deemed important to guide malaria vector control.
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Background
In 2015, an estimated 3.2 billion people in 97 countries 
were at risk of malaria [1]. In the Greater Mekong sub-
region (GMS), malaria foci are located in forested and 
rural areas and along country borders [2]. From these 
foci, malaria can spread to currently malaria free areas 
[3, 4]. The important economic and social implications 
caused by malaria in the region have prompted govern-
ments to make this disease a public health priority and to 
implement integrated national malaria control programs 
adapted to the specific needs of their individual coun-
tries [5]. In Thailand, the number of malaria cases has 
decreased substantially since the 2000s, but the disease 
remains a major cause of morbidity for people living in 
border areas (i.e. about 32 million people) [6].

Vector control has played an essential role in the reduc-
tion of malaria in Thailand and the country has entered 
into the pre-elimination phase [7]. At present, vector 
control relies mainly on indoor residual spraying (IRS) 
and insecticide-treated nets (ITNs). Indoor residual 
spraying with deltamethrin once or twice a year is applied 
following the guidelines and malaria stratification system 
of the national malaria control programme [8]. Accord-
ing to the 2015 annual malaria report of the Bureau of 
Vector Borne Disease (BVBD), bifenthrin and alpha-
cypermethrin have also been used for IRS, whereas per-
methrin and deltamethrin are the two main pyrethroids 
used for ITNs [8].

Unfortunately, the repeated use of the same insecticides 
in public health and for agricultural purposes has con-
tributed to selection for insecticide resistance in malaria 
vector populations worldwide [5, 9, 10]. Although the sit-
uation is less worrying in South East Asia than in Africa 
[9], insecticide resistance is on the rise and may pose 
increasing challenges to malaria control and elimination. 
The World Health Organization (WHO) recommends 
member countries to implement an active system of 
insecticide resistance monitoring of vectors to improve 
preventive strategies and achieve malaria elimination 
[11]. A Global Plan for Insecticide Resistance Manage-
ment (GPIRM) has been developed and was released in 
May 2012 by the WHO. The strategies of IRM aim to 
preserve insecticide susceptibility, slow down the spread 
of insecticide resistance when its already present and 
develop new approaches for sustainable vector control 
[12]. All countries in the GMS have set national malaria 
elimination goals to eliminate malaria by 2030 [7].

In the GMS, Van Bortel et  al. previously reported 
resistance to lambda-cyhalothrin and suspected resist-
ance to alpha-cypermethrin in Anopheles dirus sensu 
stricto (s.s.) in central Vietnam. In the Mekong delta, 
Anopheles epiroticus was resistant to all pyrethroid insec-
ticides tested whereas suspected resistance to DDT was 

only found in Ho Chi Minh City [5]. The same authors 
reported Anopheles minimus sensu lato (s.l.) populations 
being resistant to pyrethroids in North Vietnam, but sus-
ceptible in Cambodia, Lao PDR and Thailand. Two An. 
minimus s.l. populations showed DDT resistance in west-
ern Cambodia and Northern Vietnam and Anopheles 
vagus was found to be highly resistant to DDT and pyre-
throids in Vietnam and Cambodia [5].

Insecticide resistance is a heritable trait that occurs 
in a mosquito population by migration (i.e. introduc-
tion of resistance genes in a new population) or de novo 
mutation. Once resistance is present, continual expo-
sure of mosquitoes (larvae or adult) to insecticides will 
increase the frequency of individuals having the resist-
ance trait until the gene become fixed. Through this 
process of selection, the population gradually acquires 
strong resistance to the insecticide. The dispersal capa-
bilities of mosquitoes can also act as a primary factor 
of resistance development and dispersal. In contrast, 
movement of mosquito populations between treated and 
untreated areas (refuge zones) can delay the development 
of resistance by dilution of resistant pools by susceptible 
immigrants.

The mechanisms of insecticide resistance in mosqui-
toes can be classified into two broad categories including 
physiological change and behavioral avoidance. Physi-
ological resistance has been shown to involve three fac-
tors, i.e., reduced penetration of insecticides trough the 
cuticle; metabolic resistance, i.e. presence of enzymes 
that detoxify the insecticide; and target site resistance, 
i.e. prevention of the insecticide binding or interacting 
at its site of action. The major mechanisms of insecti-
cide resistance involve either mutations within the target 
site of the insecticide and/or an alteration in the rate of 
insecticide detoxification [13]. The voltage-gated sodium 
channel protein is the major target for both pyrethroids 
and DDT. Many studies have reported that two substitu-
tions at codon 1014 of the voltage-gated sodium chan-
nel (VGSC) are associated with knockdown resistance 
[14–16]. A leucine-to-phenylalanine mutation at residue 
1014 is the most common mutation in insects including 
anophelines [17]. In the GMS, the 1014S kdr mutation 
was reported in Vietnam, Cambodia and Lao PDR in An. 
vagus, Anopheles sinensis and Anopheles paraliae popula-
tions resistant to pyrethroids and DDT [15]. In Anopheles 
peditaeniatus, both 1014F and a 1014S kdr alleles were 
found in southern Vietnam [15]. In Korea, a leucine-to-
cysteine (L1014C) substitution was found in An. sinen-
sis populations exhibiting resistance to permethrin [18]. 
Metabolic resistance, cytochrome P450 monooxygenases 
(P450s) are enzymes known to metabolize a wide variety 
of compounds in mosquitoes including insecticides [13]. 
In Thailand, increased mRNA expression of two P450 
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genes, CYP6P7 and CYP6AA3, suspected to metabolize 
some pyrethroids [19], have been found in a deltame-
thrin-resistant population of An. minimus [20, 21].

Between 2000 and 2010, resistance to DDT was 
detected in Anopheles annularis and An. minimus located 
in the northwestern part of the country [22]. The primary 
vectors, An. dirus s.l., An. minimus s.l., and Anopheles 
maculatus s.l., showed to be mostly susceptible to insec-
ticides, except in the northern part of the country (Chang 
Mai province) where deltamethrin, cyfluthrin, and mala-
thion resistance was detected in An. minimus s.l. [4, 21].

Ubon Ratchathani province is located in the northeast 
of Thailand along the Cambodia and Lao PDR borders. 
In 2014, there was a malaria outbreak in the province, 
recording the highest number of malaria cases compared 
to all other provinces [23]. The majority of malaria cases 
are consistently being reported from four districts in the 
province, namely Buntharik, Nachaluay, Nam Yuen and 
Khong Chiam [23]. Successful implementation of malaria 
vector control strategies in Ubon Ratchathani requires 
recent information on the status of insecticide resistance 
in Anopheles mosquitoes. There is a paucity of data on 
resistance to insecticides conventionally used for malaria 
vector control in this region. The current study aimed at 
characterizing the status and mechanisms of insecticide 
resistance to public health insecticides in Anopheles mos-
quitoes to guide malaria vector control.

Methods
Study site
Mosquitoes were collected from seven sites in five dis-
tricts in Ubon Ratchathani province: (a) Ban Pakla, 
Khong Chiam district (15°38.822′N–105°37.968′E), 
(b) Ban Talong, Khong Chiam district 
(15°24.313′N–105°33.801′E), (c) Ban Payaka, Sirindhorn 
district (14°58.821′N–105°31.097′E), (d) Ban Nongmek, 
Buntharik district (14°35.454′N–105°22.505′E), (e) Ban 
Sanghom, Buntharik district (14°34.578′N–105°21.615′E), 
(f ) a rubber plantation in Nachalauy district; and (g) 
Chong Ta Ou, a border patrol police camp in Buntharik 
district (14°42.309′N–105°31.053′E) (Fig.  1). These sites 
were selected based on the high prevalence of malaria 
and being located near the Lao border with high risk fac-
tors for infection, such as presence of forests, high-risk 
occupations and poor knowledge prevention practice 
[23]. Additional mosquito collections were carried out in 
September 2015 to strengthen the effort to collect spe-
cific forest-associated malaria vectors, particularly An. 
dirus and to assess metabolic resistance mechanisms in 
An. hyrcanus by bioassays using PBO and DEF synergists. 
The additional collections were done in four locations: (1) 
Chong Ta Ou, a border police station close to the Lao bor-
der, surrounded by mixed deciduous forest; (2) Ban Pakla, 

near the collection houses used in the regular collections 
and close to dry dipterocarp forests; (3) Ban Nongmek; 
and (4) Ban Sanghom. Mosquitoes collected in the last 
two sites were used to assess metabolic resistance mecha-
nisms by using synergists. Residents living in these areas 
are mainly farmers, involved in rice production, rubber, 
forestry and non-wood forest product collection.

Mosquito collections
Between September 2013 and September 2015, five ento-
mological surveys were carried out. Mosquito collections 
were carried out twice a year during both the dry and 
rainy seasons using indoor and outdoor human-landing 
(HLC) and cow bait collections (CBC) [24] (Table  1). 
In each village, one site was used for the CBC and four 
houses were used for HLC (both inside and outside the 
same house). Collections were carried out from 06.00 
p.m. to 06.00 a.m. for four consecutive nights per sur-
vey (equivalent to 16 person-nights collections per vil-
lage for HLC and 4 cow-nights collections per village for 
CBC). The HLC lasted for 45 min each hour followed by 
a 15  min break for collectors. Human catch sites were 
located minimum 30 m from each other to avoid poten-
tial bias in attracting mosquitoes. The CBC involved plac-
ing a single adult cow inside an enclosure made of clean 
(untreated) cotton bed net measuring approximately 
20  m in length and 1.5  m in height with the net sus-
pended 30 cm above the ground level to allow mosquito 
access [25]. The cow net was placed approximately 100 m 
from the nearest HLC to avoid interference in mosquito 
attractiveness. The cow was exposed to mosquitoes 
entering the net uninterrupted for 45 min each hour, and 
then mosquitoes were collected for 15  min every hour 
by a collector using an aspirator. Mosquitoes landing on 
humans or resting on the net, at time of collection, were 
caught individually by aspirators or glass tubes. Collected 
mosquitoes were kept in a clean plastic cup covered with 
netting and provided with 10% sugar solution soaked on 
cotton. Cups were then brought back to the field station 
for further processing. All collection sites were geo-refer-
enced using a Global Positioning System unit.

Species identification
All female Anopheles mosquitoes collected were mor-
phologically identified to species or species complex 
using stereomicroscopes and morphological keys [26]. 
Mosquitoes were then separated by species group, com-
plex or species for bioassays. Mosquitoes were kept alive 
by providing sugar solution.

Insecticide susceptibility tests
Bioassays were performed on adult mosquitoes using 
the standard WHO susceptibility bioassay test with 
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Fig. 1 The collection sites located along on the Thailand–Laos border: a Ban Pakla (Khong Chiam district), b Ban Talong (Khong Chiam district), c 
Ban Payaka (Sirindhorn district), d Ban Nongmek (Buntharik district), e Ban Sanghom (Buntharik district), f Rubber plantation in Nachaluay district 
and g Chong Ta Ou (Buntharik district)

Table 1 Mosquito collection times in the seven locations in Ubon Ratchathani province, Thailand

Villages Sub-district District Collection time

Rainy  
Sep–Oct 2013

Dry  
Mar 2014

Rainy  
Sep–Oct 2014

Dry  
Mar 2015

Rainy  
Sep 2015

Ban Pakla Na Pho Klang Khong Chiam X X X X X

Ban Talong Huai Pai Khong Chiam X X X X –

Ban Payaka Non Ko Sirindhorn X X – – –

Ban Nongmek Huai Kha Buntharik X X X X X

Ban Sanghom Huai Kha Buntharik X X X X X

Rubber plantation Nachaluay Nachaluay – – X X –

Chong Ta Ou Phon Ngam Buntharik – – – – X
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diagnostic concentrations of DDT (4%), deltamethrin 
(0.05%), and permethrin (0.75%) [27]. The following 
species, An. hyrcanus s.l., An. barbirostris s.l., Anoph-
eles philippinensis, Anopheles nivipes, An. dirus s.l., An. 
maculatus s.l., and An. vagus were subjected to bioas-
says the next morning after the night collection [27]. 
Adults could not always be collected in appropriate 
numbers (minimum 100) for bioassays; therefore, tests 
were done over several days. Mosquitoes were exposed 
for 60 min in tubes placed in vertical position. All con-
trol and insecticide-impregnated papers were supplied 
by the Vector Control Research Unit, Universiti Sains 
Malaysia and were not used more than four times. 
During exposure, the number of knocked-down mos-
quitoes was recorded every 5  min until 60  min. After 
1 h exposure, mosquitoes were put in plastic cups with 
sugar solution and maintained for 24 h. The number of 
knocked-down mosquitoes and percentage mortality 
after 24 h were recorded. The susceptibility tests were 
carried out at 24–33  °C and 52–85% relative humid-
ity. Mosquito samples were stored individually in 
1.5 ml microtubes with silica gel and kept at −20 °C for 
molecular tests.

Synergist bioassays
In order to explore the involvement of detoxifying 
enzymes in the resistant phenotype, synergist bioassays 
were performed when sufficient number of mosquitoes 
could be collected (September 2015). Two synergists, 
0.25% S.S.S-tributyl phosphotritioate (DEF), an inhibi-
tor of esterases and 4% pyperonyl butoxide (PBO), an 
inhibitor of oxidases were used in this study [27]. Dif-
ferent concentrations of synergists have been tested in 
various field studies, for example a 4% PBO concentra-
tion was used to test a range of Anopheles species in Sri 
Lanka [28], and 4% PBO and 0.25% DEF were used on 
Anopheles gambiae s.l. in Cameroon [29]. Experiments 
were done in the Entomology Lab at Kasetsart Univer-
sity using these concentrations to establish whether the 
same minimum concentrations could be used for South-
east Asian mosquitoes. The same concentrations of each 
synergist were assessed to be suitable, since they did not 
kill a laboratory strain of Anopheles minimus after 24 h 
(sub-lethal dose). The impregnation of the papers was 
performed at the Department of Entomology, Kasetsart 
University. Rectangular pieces of filter-paper measur-
ing 12 ×  15  cm  (Whatman® No. 1) were impregnated 
according to the WHO protocol using 2  ml of acetone 
solvent mixed with the non-volatile carrier silicon oil. 
During the assay in the field, mosquitoes were first 
exposed 1 h to synergist papers before being exposed 1 h 
to the insecticide.

Extraction of mosquito DNA
Mosquitoes were put in 1.5  ml microcentrifuge tubes 
with two grinding balls. Disruption was performed by 
QIAGEN TissueLyser in 4 min high-speed (29 Hz) shak-
ing steps. Mosquito DNA was extracted by Thermo 
Scientific GeneJET Gel Extraction Kit following manu-
facturer’s instructions. DNA was stored at −20  °C for 
polymerase chain reaction (PCR) analysis.

Molecular detection of kdr alleles
Genotype analyses of knock-down resistance (kdr) muta-
tions in the voltage-gated sodium channel (VGSC) gene 
(substitutions at codon 1014) were assessed in Anopheles 
mosquitoes using the protocol described in Syafruddin 
et al. [30]. Briefly amplification of a 300 bp segment of the 
voltage sodium-gated (VSG) channel gene flanking the 
1014 position was performed using the primer pair Ag-F 
kdr (5′-GACCATGATCTGCCAAGATGGAAT-3′) and 
An-kdr-R2 (5′-GAGGATGAACCGAAATTGGAC-3′). 
The PCR mix was composed of 1 unit of Tfi DNA poly-
merase (Invitrogen™, Carlsbad, USA); 200 µM of dNTP 
mix (Invitrogen™) which corresponded to 200  µM of 
each dNTP; 1.5 mM of MgCl2 (Invitrogen™) and 400 µM 
of each primer. PCR was conducted in a total reac-
tion volume of 50 µL (3 µL of DNA template and 47 µL 
of PCR mix) using the following amplification protocol: 
5 min at 94 °C and 30 s, 45 °C and 1 min 30 s at 72 °C for 
1 cycle and then 30 s at 94 °C, 30 s at 50 °C and 1 min at 
72 °C for 29 cycles. Sequencing of the PCR product was 
performed by Macrogen™ (Seoul, South-Korea) using 
both primers. Each sequence was checked and cleaned 
manually using the Bioedit software version 7.1.9 [31]. 
Consensus sequence was generated for each specimen 
using the CAPS3 sequence assembly program [32]. and 
then aligned using the Clustal Omega multiple sequence 
alignment program [33].

Data analysis
Mean mortality of each species across all surveys was 
determined for each village. The percentage mortality 
was adjusted by Abbott’s formula if the control mortality 
was between 5 to 20%. Results were interpreted according 
to WHO criteria: confirmed resistance (mortality below 
90%), suspected resistance (mortality between 90 and 
98%) and susceptible (mortality over 98%) [27]. Knock-
down times, both 50% of tested population (KDT50) and 
95% of tested population (KDT95), by exposure to three 
insecticides (DDT, deltamethrin, permethrin) in each 
study site were analysed separately by a log-time probit 
model using SPSS software  (IBM®  SPSS® Statistics ver-
sion 23) (Table  2). Mortalities with and without syner-
gists were provided with 95% confidence intervals.
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Results
Insecticide bioassays
Results of bioassays are shown in the Fig.  2a–f. The 
most abundant species used for bioassays was An. 

hyrcanus s.l. with a total of 2088 specimens pheno-
typed in six collection sites. This species was tested 
against three insecticides (DDT; n = 611, deltamethrin; 
n = 790 and permethrin; n = 687) and was resistant to 

Table 2 Knockdown time values (in minutes) of Anopheles mosquitoes according to sites of collection and insecticides

KDT50 estimated knockdown time for 50% of the population, KDT95 estimated knockdown time for 95% of the population, CI95 95% confidence intervals

Site Species Insecticide n KDT50  [CI95] (min) KDT95  [CI95] (min)

Pakla An. hyrcanus s.l. Deltamethrin 0.05% 11 39.1 [30.6–55.2] 220.7 [117.4–1106.2]

An. nivipes Deltamethrin 0.05% 17 8.4 [6.8–9.9] 16.6 [13.7–23.3]

An. maculatus s.l. Deltamethrin 0.05% 11 13.9 [11.2–16.1] 25.1 [20.9–35.3]

An.philippinesis Deltamethrin 0.05% 10 8.7 [6.5–10.7] 16.6 [13.1–27.2]

An. dirus s.l. Deltamethrin 0.05% 18 10.6 [9.1–11.8] 15.0 [13.2–21.5]

An. vagus Deltamethrin 0.05% 24 14.7 [8.8–20.1] 43.5 [29.9–102.6]

Talong An. hyrcanus s.l. Deltamethrin 0.05% 96 13.9 [12.3–15.5] 80.0 [68.3–97.6]

An. hyrcanus s.l. Permethrin 0.75% 100 16.2 [14.6–17.6] 78.6 [68.3–93.5]

An. hyrcanus s.l. DDT 4% 102 35.4 [31.0–40.9] 140.7 [102.4–235.1]

An. barbirostris s.l. Deltamethrin 0.05% 25 7.4 [5.6–9.1] 24.5 [20.0–32.8]

An. maculatus s.l. Deltamethrin 0.05% 19 14.7 [13.3–16.0] 21.9 [19.5–26.5]

Payaka An. maculatus s.l. Deltamethrin 0.05% 22 7.6 [6.5–8.8] 11.6 [9.9–15.6]

Nongmek An. hyrcanus s.l. Deltamethrin 0.05% 100 96.1 [77.7–131.4] 929.1 [512.9–2315.8]

An. hyrcanus s.l. Deltamethrin 0.05% 91 127.0 [89.1–263.9] 966.1 [400.3–6405.9]

An. hyrcanus s.l. Permethrin 0.75% 75 59.8 [49.8–77.6] 891.2 [465.7–2502.6]

An. hyrcanus s.l. DDT 4% 75 35.3 [31.6–39.6] 128.3 [98.8–190.4]

An. barbirostris s.l. Deltamethrin 0.05% 10 12.7 [10.0–15.3] 26.7 [21.5–38.8]

An. barbirostris s.l. Permethrin 0.75% 30 18.7 [17.0–20.2] 32.7 [29.5–37.6]

An. barbirostris s.l. DDT 4% 29 55.7 [51.9–61.7] 93.8 [79.4–126.2]

An. philippinesis Deltamethrin 0.05% 13 6.2 [4.6–7.7] 12.0 [9.4–21.7]

An. philippinesis Deltamethrin 0.05% 47 10.8 [9.8–11.6] 16.9 [15.4–19.7]

An. philippinesis Permethrin 0.75% 13 15.3 [13.1–17.4] 26.4 [22.5–35.0]

An. philippinesis DDT 4% 14 55.5 [49.4–68.9] 108.3 [81.6–218.1]

Sanghom An. hyrcanus s.l. Deltamethrin 0.05% 100 56.6 [49.5–67.5] 560.1 [355.8–1073.2]

An. hyrcanus s.l. Deltamethrin 0.05% 61 82.4 [60.1–158.2] 1018.5 [379.0–9977.9]

An. hyrcanus s.l. Permethrin 0.75% 100 32.4 [30.2–34.8] 140.0 [116.8–176.5]

An. hyrcanus s.l. Permethrin 0.75% 99 28.1 [25.0–31.3] 146.6 [112.1–216.1]

An. hyrcanus s.l. DDT 4% 100 60.1 [50.6–78.4] 274.7 [170.6–648.6]

An. barbirostris s.l. Deltamethrin 0.05% 50 11.7 [9.9–13.4] 24.2 [20.7–30.4]

An. barbirostris s.l. Permethrin 0.75% 12 16.1 [13.7–18.4] 27.7 [23.6–36.8]

An. barbirostris s.l. Permethrin 0.75% 25 16.1 [13.3–18.7] 32.3 [27.0–43.1]

An. barbirostris s.l. DDT 4% 12 60.5 [46.5–108.1] 290.6 [143.4–2066.4]

An. barbirostris s.l. DDT 4% 37 58.9 [55.6–64.7] 89.3 [77.5–116.1]

An. philippinesis Deltamethrin 0.05% 10 9.2 [6.7–11.1] 15.0 [12.3–24.9]

An. philippinesis Deltamethrin 0.05% 30 8.7 [7.5–9.6] 13.0 [11.6–16.0]

An. philippinesis Permethrin 0.75% 30 14.1 [12.6–15.6] 27.5 [24.3–32.5]

Nachalauy An. hyrcanus s.l. Deltamethrin 0.05% 73 48.9 [44.4–55.0] 218.1 [163.8–326.5]

An. hyrcanus s.l. Permethrin 0.75% 75 38.7 [33.7–45.8] 539.7 [318.5–1206.6]

An. hyrcanus s.l. DDT 4% 75 39.7 [32.5–51.4] 210.5 [125.7–587.4]

An. barbirostris s.l. Deltamethrin 0.05% 75 9.4 [8.6–10.1] 18.6 [16.9–21.1]

Chong Ta Ou An. barbirostris s.l. Deltamethrin 0.05% 10 22.0 [19.2–24.5] 32.9 [28.9–42.1]

An. nivipes Deltamethrin 0.05% 7 12.0 [8.8–14.6] 18.7 [15.2–38.7]

An. dirus s.l. Deltamethrin 0.05% 16 9.8 [7.7–11.7] 23.9 [19.4–32.9]

An. karwari Deltamethrin 0.05% 8 17.3 [15.2–19.5] 21.2 [19.0–31.1]
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all three insecticides in all sites (mortality range from 
45 to 87%). In Ban Pakla, An. maculatus s.l., An. dirus 
s.l., An. nivipes, An. philippinensis and An. vagus were 
fully susceptible to deltamethrin (mortality = 100%). In 
Ban Talong, bioassays results showed that all Anopheles 
species, except An. hyrcanus s.l. were susceptible to the 

insecticides tested. In Ban Payaka, An. maculatus s.l. 
was fully susceptible to DDT (100%). In Ban Nongmek, 
resistance to DDT was found in An. barbirostris s.l. with 
69% mortality (n  =  29), while An. nivipes (deltame-
thrin; n =  25, permethrin; n =  22, DDT; n =  25), and 
An. philippinensis (deltamethrin; n  =  60, permethrin; 

Fig. 2 Insecticide susceptibility status of Anopheles mosquito species in a Ban Pakla, b Ban Talong, c Ban Payaka, d Ban Nongmek, e Ban Sanghom, f 
Nachalauy, g Chong Ta Ou. Error bars show confidence intervals
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n = 13, DDT; n = 14) were fully susceptible to the three 
insecticides (mortality  =  100%). In Sanghom village, 
suspected resistance to DDT was found in An. barbiro-
stris s.l., whereas An. philippinensis was susceptible to 
deltamethrin and permethrin. In Nachaluay, suspected 
resistance to deltamethrin was found in An. barbiro-
stris s.l. (97%). In Chong Ta Ou, An. dirus s.l. (n = 16), 
An. nivipes (n =  7), An. barbirostris s.l. (n =  10), and 
An. karwari (n =  8) were susceptible to deltamethrin 
(mortality = 100%).

The range of KDT50 (estimated by the software) in 
all Anopheles tested was 35–61  min for DDT, 6.2–96.1 
min for deltamethrin and 14.1–59.8  min for perme-
thrin. The range of KDT95 was 11.6–1018.5  min for 
DDT, 89.3–290.6  min for deltamethrin and 26.4–
891.2  min for permethrin. The highest KDT val-
ues were found in An. hyrcanus s.l. for deltamethrin 
(KDT50 = 127 min, KDT95 = 1018.5 min) and perme-
thrin (KDT50  =  59.8  min, KDT95  =  891.2  min) and 
in An. barbirostris s.l. for DDT (KDT50  =  60.5  min, 
KDT95 = 290.6 min), respectively (Table 2).

Synergist bioassays
Synergist bioassays were carried out with An. hyrcanus 
s.l. only because this species was resistant to all insec-
ticides and adequate samples could be obtained for the 
test. In Ban Nongmek, pre-exposure of An. hyrcanus 
s.l. to synergists (PBO 4% and DEF 0.25%) significantly 
increased the insecticidal activity of deltamethrin; mor-
tality shifted from 24% for deltamethrin alone to 49% and 
97% for deltamethrin +  DEF and deltamethrin +  PBO 
respectively (Fig.  3a). A similar finding was observed in 
Ban Sanghom; mortality in An. hyrcanus increased from 
79% for permethrin alone to 100% when pre-exposed to 
PBO and from 62% for deltamethrin alone to 99% when 
pre-exposed to PBO (Fig. 3b).

kdr detection
DNA sequencing of the VGSC gene fragment was per-
formed on 48 amplicons representing two Anopheles spe-
cies (An. hyrcanus s.l. and An. barbirostris s.l.). Twelve 
An. hyrcanus s.l. mosquitoes surviving to insecticides 
(deltamethrin n  =  4, permethrin n  =  4, DDT n  =  1, 
DEF +  deltamethrin n =  1, DEF +  permethrin n =  1, 
PBO + deltamethrin n = 1), and 25 control samples were 
sequenced for the presence of single nucleotide change 
at position 1014. Similarly, six An. barbirostris s.l. surviv-
ing exposure to bioassays (DDT n = 5 and deltamethrin 
n =  1) and 6 control samples were sequenced. None of 
the sequenced specimens presented either the L1014F or 
L1014S substitutions in the VGSC gene (Fig.  4). Other 
mutations were identified but their link with insecticide 
resistance is unknown. Synonymous mutation at posi-
tion V1010 (C/G), previously described by Singh et  al. 
[16], was observed in five samples among 37 sequenced 
An. hyrcanus s.l. specimens. Most of the genetic variabil-
ity was found in the intron upstream the amplified VGSC 
gene fragment.

A full dataset on insecticide resistance and vector bio-
nomics of Anopheles mosquitoes collected from Ubon 
Ratchatani is available online [34, 35].

Discussion
Malaria vector control in Thailand targeting indoor rest-
ing and biting mosquitoes has contributed to reduce 
malaria in the country [6]. However, the increase of 
insecticide resistance in Anopheles mosquitoes in the 
Mekong region may represent a growing challenge for 
malaria control and elimination in the future [36].

Chemical approaches to control malaria vectors 
have been used for several decades in Thailand, espe-
cially insecticides for indoor residual spraying. Histori-
cally, there have only been a few published reports on 

Fig. 3 Efficacy of deltamethrin on An. hyrcanus s.l. from a Ban Nongmek, b Ban Sanghom with and without pre-exposure to the synergists PBO 4% 
and DEF 0.25%) (Error bars are confidence intervals)
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insecticides resistance of primary malaria vectors and lit-
tle monitoring on the susceptibility status of these mos-
quitoes. Between 1990 and 1997, foci of DDT resistance 
was detected in An. dirus s.l., An. minimus s.l. and An. 
maculatus in the northern part of Thailand [37]. Resist-
ance to permethrin was found in a population of An. 
minimus s.l. from northern Thailand, based, however, 
on a lower discriminative dose than is used today (0.25% 
vs. 0.75%) [5, 37]. Anopheles maculatus was shown to be 
resistant to methyl parathion, probably due to the use of 

organophosphates for controlling pests in fruit orchards 
in Chiang Mai province [38]. Between 2012 and 2013, 
deltamethrin, cyfluthrin, and malathion resistance has 
been reported in An. minimus s.l. in the same province 
[4]. It is possible that more studies would reveal more 
widespread insecticide resistance in primary malaria vec-
tors in Thailand; however, it is more likely that the lack 
of reports probably reflect a general absence of resistance 
in these vectors due to their habitats and biting behav-
iours. Malaria mosquitoes are not strongly exposed to 

Fig. 4 DNA sequence of voltage-gated sodium channel gene fragment from a An. hyrcanus s.l. and b An. barbirostris s.l. The black rectangle shows 
the codon at 1014 position. TTG indicate the wildtype susceptible allele (Leucine). Neither kdr alleles 1014L (TTA and CTA) nor 1014F (TTT) were 
found
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insecticides, as they are elsewhere (e.g. in Africa) and 
thus the selection pressure is relatively low, resulting in 
low observed resistance.

This study was carried out to investigate the status of 
insecticide resistance in potential malaria vector species 
located in northeastern Thailand where a malaria out-
break has been observed in recent years. Due to insuf-
ficient numbers of field-caught Anopheles mosquitoes 
collected, full bioassays (n ≥ 100 mosquitoes) could not 
be achieved for most species. This finding showed that 
the primary malaria vectors An. dirus s.l. and An. macu-
latus s.l. were susceptible to pyrethroids, which means 
that current malaria vector control strategies relying on 
this insecticide class are still adequate. Anopheles dirus 
s.l. is strongly associated with deep forest including for-
ested foothills or forest fringes areas [39]. Most of the 
An. dirus s.l. tested in bioassays were collected from 
Ban Pakla and Chong Ta Ou Thai border control sta-
tion, located in a forested area. The absence of insecti-
cide resistance in An. dirus s.l. could be because of low 
insecticide resistance selection pressure since they were 
collected from sites close to forests with little impact of 
both agricultural and public health insecticides. Anoph-
eles maculatus s.l. were collected from Ban Pakla, Ban 
Talong and Ban Payaka, which are remote villages with 
potentially low insecticide pressure.

Conversely, Anopheles hyrcanus s.l. showed resistance 
to all insecticides tested. This species has been reported 
as a vector of filariasis and malaria in several studies of 
South, Southeast and East Asian regions, a fact that is 
sometimes underestimated by researchers and control 
programmes [40–42]. Members of the Hyrcanus Group 
include at least eight species that have been reported 
in Thailand [26]. Adult females of the Hyrcanus Group 
exhibit overlapping morphological characteristics, which 
often lead to misidentification. Anopheles nigerrimus, 
An. peditaeniatus and An. sinensis are considered as sus-
pected vectors of malaria in Thailand and they have been 
incriminated as vectors of P. vivax in China and Korea 
[43]. In this study, more detailed morphological identifi-
cation on a sub-sample of An. hyrcanus group indicated 
that they could be An. peditaeniatus, which is a com-
mon species in this area [44]. However, polymorphism 
observed in the intron upstream kdr 1014 mutation of 
five individuals from the Hyrcanus group, suggests a 
genetic diversity within the species of the group. Indeed, 
these five individuals appear to be closer genetically to 
An. sinensis while the others are closer to An. peditaenia-
tus. The intra-species genetic diversity of the VGSC gene 
could be further used for molecular characterization of 
sibling species [45, 46]. Anopheles peditaeniatus has been 
designated as a potential locally important vector of P. 
vivax [47, 48]. The occurrence of insecticide resistance in 

An. hyrcanus s.l. may be due to the fact that this species 
breeds in rice paddies in Asia where it can be exposed 
continually to several classes of chemicals for agricultural 
pest control, such as organophosphates, carbamates, 
pyrethroids, and organochlorines [49]. Suspected resist-
ance to deltamethrin in An. barbirostris was found in 
Nachaluay. Even if this result has to be taken with cau-
tion considering the low sample size, this finding is wor-
rying because An. barbirostris has been incriminated in 
malaria transmission along the Thai–Cambodian [50] 
and Thai–Myanmar borders [51, 52]. Occurrence and 
spread of resistance to insecticides even in secondary 
vectors could potentially change the modalities of trans-
mission, hence compromising malaria vector control 
efforts. Better understanding of the diversity, insecticide 
susceptibility status and other factors relating to host 
seeking preferences of secondary vectors is then essen-
tial to develop better insecticide resistance management 
strategies, and consequently to success in malaria control 
and elimination.

In the GMS, several mutations at codon 1014 of the kdr 
allele, such as L1014F, L1014S, and L1014C have been 
reported in many Anopheles species [15, 30, 53, 54]. The 
presence of a L1014S kdr mutation was observed in An. 
sinensis and An. peditaeniatus which belongs to the Hyr-
canus group [15]. In this study, no kdr mutations were 
detected in insecticide-resistant mosquitoes belonging to 
An. hyrcanus s.l. and An. barbirostris s.l. The absence of 
the kdr mutation suggests that resistance may be caused 
by other mechanisms such as cuticle modifications or 
metabolic resistance. The fact that piperonyl butox-
ide (PBO) restored susceptibility to pyrethroid insecti-
cides in An. hyrcanus s.l., suggests that monooxygenase 
enzymes probably play a major role in metabolic resist-
ance. In contrast, the slight increase of pyrethroid mor-
tality in presence of DEF suggest a less important role of 
esterases in the resistance phenotype. Further investiga-
tions are needed to identify the molecular basis of meta-
bolic resistance in Anopheles vectors in the GMS.

Insecticide susceptibility bioassays were performed 
following the WHO guidelines for insecticide resistance 
monitoring in malaria vector mosquitoes. WHO recom-
mends three kinds of mosquito samples in the assess-
ment of susceptibility tests, including adult females 
derived from larval collections, the F1 progeny of wild-
caught female mosquitoes and wild-caught females 
directly. Accordingly, susceptibility tests are recom-
mended to be performed on non-blood fed females aged 
3–5  days post emergence. In this study, it was not pos-
sible to collect a sufficient number of larvae due to dif-
ficulties to locate breeding sites. The effect of factors such 
as different age of mosquitoes and blood-feeding status 
may affect the bioassay results since only field-collected 
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female mosquitoes were used in the bioassays. As tem-
perature can influence the toxicity of insecticides and 
relative humidity can affect mosquito survival, bioassays 
were performed in a shaded area and tubes were placed 
in a container covered with a wet towel in sheltered loca-
tion. However, under the field condition, temperatures 
and humidity can vary considerably depending on the 
environment, so these factors may have impacted on 
mosquito mortality in bioassay tests.

The relative role of insecticides from agriculture and 
vector control in the selection of insecticide resistance 
is difficult to address. In agricultural areas, intensive 
use of pesticides was suspected to select for multiple 
resistance in a broad range of malaria vector species 
[9, 38]. In Ubon Ratchathani, most people work in the 
agricultural sector, especially growing rice as an eco-
nomic crop, which covers large areas. It is also one of 
largest chili growing regions in Thailand [55]. Pesti-
cides are routinely used to prevent insect damage and 
enhance market quality. The common pesticide classes 
in use are organophosphates such as chlorpyrifos and 
profenofos and a variety of pyrethroids [56, 57]. Insec-
ticide resistance is most likely a result of both vector 
control and the expansion and intensification of agri-
culture with associated pesticides [13, 38]. Much work 
has to be done to understand the impact of agricultural 
practices on insecticide resistance selection to imple-
ment resistance management strategies [13]. Collabo-
ration between agricultural and public health sectors is 
required to develop effective integrated pest and vector 
management interventions. The Global Vector Control 
Response, adopted by the 70th World Health Assembly 
in May 2017 advocate increased intra- and intersectoral 
collaboration and action for sustaining vector control 
and contribute to better management of public health 
pesticides [58].

Conclusions
This study showed that pyrethroid resistance is present 
in Ubon Ratchathani, but rather limited to secondary 
malaria vector species. Achieving universal coverage and 
proper use of LLIN for all people at risk of the disease 
is still a priority. However, conventional strategies (i.e. 
LLIN and IRS) may not be optimal to protect people in 
this region who often work or sleep outdoors at night 
(e.g. rubber plantation workers, forest goers, sleeping in 
field huts) and are being exposed to exophagic mosquito 
vectors [59]. Indeed a recent serological study conducted 
along the Thai-Myanmar border showed that human 
antibody response to malaria vector bites was not sig-
nificantly different between users and non-users of ITNs, 
suggesting limited personal protection [60]. As malaria 
transmission is forest-related, these border villagers are 

at risk of malaria infection due to forest activities [61]. 
Alternative control tools (e.g. insecticide treated clothes, 
spatial repellents or treated hammocks, etc.) adapted to 
the situation of people’s activities may be more effec-
tive to reduce the malaria burden [4, 62]. The magnitude 
and causes of residual transmission in malaria hotspots 
located in forested border areas, rubber plantations, log-
ging camps, etc. should be further monitored through a 
combination of entomological, social, and epidemiologi-
cal surveys. Continued monitoring of insecticide suscep-
tibility and generating complementary data on resistance 
intensity to measure potential changes in the strength 
of resistance to public health pesticides is essential to 
ensure early detection of insecticide resistance in malaria 
vectors in the region.

Abbreviations
IRS: indoor residual spraying; ITNs: insecticide-treated nets; WHO: World Health 
Organization; HLC: Human Landing Catch; CBC: cow bait collection; DDT: 
dichlorodiphenyltrichloroethane; PBO: piperonyl butoxide; DEF: S,S,S-tributyl 
phosphorotrithioate; VGSC: voltage-gated sodium channel; PCR: polymerase 
chain reaction; Kdr: knockdown resistance; SPSS: Statistical Package for the 
Social Sciences; DNA: deoxyribonucleic acid.

Authors’ contributions
VC, HJO and TC conceived and designed the study. AS and BF carried-out the 
laboratory experiments. AS, NM, KT and HJO supervised the mosquito collec-
tions. AS, HJO and VC analysed the data and wrote the paper. All authors read 
and approved the final manuscript.

Author details
1 Department of Entomology, Faculty of Agriculture, Kasetsart University, 
Bangkok, Thailand. 2 Bureau of Vector-borne Disease, Department of Disease 
Control, Ministry of Public Health, Nonthaburi, Thailand. 3 Maladies Infectieuses 
et Vecteurs, Ecologie, Génétique, Evolution et Contrôle (MIVEGEC), Institut de 
Recherche pour le Développement (IRD), Montpellier, France. 4 Department 
of Mathematical Sciences and Technology, Norwegian University of Life Sci-
ences, Ås, Norway. 

Acknowledgements
We thank mosquito collectors, provincial and local health staffs, populations 
in all villages for their support. We thank Institut de Recherche pour le Dével-
oppement (IRD), Thailand, Ministry of Public Health, Thailand, Institut Pasteur 
Laos, for their collaboration. We thank the Thailand International Development 
Cooperation Agency (TICA) from the Ministry of Foreign Affairs (through the 
STOPVEC programme).

Competing interests
The authors declare that they have no competing interests.

Availability of data and materials
Crude data are kept at Kasetsart University and are available in both hard copy 
and electronic files.

Consent for publication
Not applicable.

Ethics approval and consent to participate
The activities and protocols used in this study were approved by the Ethics 
Review Committee for Research Involving Human Research Subjects, Health 
Science Group, Chulalongkorn University, Bangkok, Thailand (No 096.1/56). 
All volunteers signed a written informed consent before participating to mos-
quito collection. Mosquito collectors who become ill after collections were 
offered appropriate treatment according to government guidelines. Mosquito 
collectors received vaccination against Japanese Encephalitis (JE).



Page 12 of 13Sumarnrote et al. Malar J  (2017) 16:299 

Funding
This study was supported by the 5% Initiative of the Global Funds through the 
MALVEC research project.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.

Received: 3 February 2017   Accepted: 20 July 2017

References
 1. WHO. World Malaria Report 2015. Geneva: World Health 

Organization; 2015. http://apps.who.int/iris/bitstr
eam/10665/200018/1/9789241565158_eng.pdf. Accessed 10 Jan 2016.

 2. Cui L, Yan G, Sattabongkot J, Cao Y, Chen B, Chen X, et al. Malaria in the 
Greater Mekong Subregion: heterogeneity and complexity. Acta Trop. 
2012;121:227–39.

 3. Erhart A. Malaria control in Vietnam: successes and challenges. Antwerp: 
Universiteit Antwerpen, Faculteit Geneeskunde; 2006.

 4. Corbel V, Nosten F, Thanispong K, Luxemburger C, Kongmee M, Chareon-
viriyaphap T. Challenges and prospects for dengue and malaria control in 
Thailand, Southeast Asia. Trends Parasitol. 2013;29:623–33.

 5. Van Bortel W, Trung HD, le Thuan K, Sochantha T, Socheat D, Sumrandee 
C, et al. The insecticide resistance status of malaria vectors in the Mekong 
region. Malar J. 2008;7:102.

 6. Suwonkerd W, Ritthison W, Ngo CT, Tainchum K, Bangs MJ, Chareon-
viriyaphap T. Vector biology and malaria transmission in Southeast 
Asia, Anopheles mosquitoes—new insights into malaria vectors. Sylvie 
Manguin (ed.) ISBN: 978-953-51-1188-7, InTech; 2013.

 7. WHO-WPRO. Strategy for malaria elimination in the Greater Mekong 
Subregion (2015–2030). Manila, World Health Organization Regional 
Office for the Western Pacific; 2015. http://iris.wpro.who.int/bitstream/han-
dle/10665.1/10945/9789290617181_eng.pdf?sequence=1. Accessed 10 
Jan 2016.

 8. Bureau of Vector Borne Disease. Annual malaria reports 2015. Nonthaburi, 
Thailand. http://www.thaivbd.org. Accessed 1 Sept 2016.

 9. Corbel V, N’Guessan R. Distribution, mechanisms, impact and manage-
ment of insecticide resistance in malaria vectors: a pragmatic review. In: 
Sylvie Manguin (ed). Anopheles mosquitoes—new insights into malaria 
vectors. ISBN: 978-953-51-1188-7, InTech; 2013. http://www.intechopen.
com/books/export/citation/EndNote/anopheles-mosquitoes-new-
insights-into-malaria-vectors/distribution-mechanisms-impact-and-
management-of-insecticide-resistance-in-malaria-vectors-a-pragmat.

 10. Ranson H, Lissenden N. Insecticide resistance in African Anopheles 
mosquitoes: a worsening situation that needs urgent action to maintain 
malaria control. Trends Parasitol. 2016;32:187–96.

 11. Mnzava AP, Knox TB, Temu EA, Trett A, Fornadel C, Hemingway J, et al. 
Implementation of the global plan for insecticide resistance manage-
ment in malaria vectors: progress, challenges and the way forward. Malar 
J. 2015;14:173.

 12. WHO. Global plan for insecticide resistance management in malaria vec-
tors (GPIRM). Geneva: World Health Organization; 2012. http://www.who.
int/malaria/vector_control/gpirm_executive_summary_en.pdf?ua=1. 
Accessed 1 May 2017.

 13. Nkya TE, Akhouayri I, Kisinza W, David JP. Impact of environment on mos-
quito response to pyrethroid insecticides: facts, evidences and prospects. 
Insect Biochem Mol Biol. 2013;43:407–16.

 14. Kabula B, Kisinza W, Tungu P, Ndege C, Batengana B, Kollo D, et al. Co-
occurrence and distribution of East (L1014S) and West (L1014F) African 
knock-down resistance in Anopheles gambiae sensu lato population of 
Tanzania. Trop Med Int Health. 2014;19:1–11.

 15. Verhaeghen K, Van Bortel W, Trung HD, Sochantha T, Keokenchanh K, 
Coosemans M. Knockdown resistance in Anopheles vagus, An. sinensis, An. 
paraliae and An. peditaeniatus populations of the Mekong region. Parasit 
Vectors. 2010;3:59.

 16. Singh OP, Dykes CL, Das MK, Pradhan S, Bhatt RM, Agrawal OP, et al. 
Presence of two alternative kdr-like mutations, L1014F and L1014S, and a 
novel mutation, V1010L, in the voltage gated Na + channel of Anopheles 
culicifacies from Orissa. India. Malar J. 2010;9:146.

 17. Singh OP, Dykes CL, Lather M, Agrawal OP, Adak T. Knockdown resistance 
(kdr)-like mutations in the voltage-gated sodium channel of a malaria 
vector Anopheles stephensi and PCR assays for their detection. Malar J. 
2011;10:59.

 18. Kim H, Baek JH, Lee W-J, Lee SH. Frequency detection of pyrethroid resist-
ance allele in Anopheles sinensis populations by real-time PCR amplifica-
tion of specific allele (rtPASA). Pestic Biochem Physiol. 2007;87:54–61.

 19. Duangkaew P, Kaewpa D, Rongnoparut P. Protective efficacy of Anopheles 
minimus CYP6P7 and CYP6AA3 against cytotoxicity of pyrethroid insecti-
cides in Spodoptera frugiperda (Sf9) insect cells. Asian Pac J Trop Biomed. 
2011;28:293–301.

 20. Rongnoparut P, Boonsuepsakul S, Chareonviriyaphap T, Thanomsing N. 
Cloning of cytochrome P450, CYP6P5, and CYP6AA2 from Anopheles 
minimus resistant to deltamethrin. J Vector Ecol. 2003;28:150–8.

 21. Rodpradit P, Boonsuepsakul S, Chareonviriyaphap T, Bangs MJ, Rongnopa-
rut P. Cytochrome P450 genes: molecular cloning and overexpression in 
a pyrethroid-resistant strain of Anopheles minimus mosquito. J Am Mosq 
Control Assoc. 2005;21:71–9.

 22. Chareonviriyaphap T, Bangs MJ, Suwonkerd W, Kongmee M, Corbel V, 
Ngoen-Klan R. Review of insecticide resistance and behavioral avoidance 
of vectors of human diseases in Thailand. Parasit Vectors. 2013;6:280–380.

 23. BIOPHICS. Center of Excellence for Biomedical and Public Health Infor-
matics organized by Bureau of Vector Borne Diseases (BVBD); Nonthaburi, 
Thailand. 2017. http://gis.biophics.org/. Accessed 10 Jan 2017.

 24. Silver JB. Mosquito ecology—field sampling methods. London: Springer; 
2008.

 25. Tisgratog R, Tananchai C, Juntarajumnong W, Tuntakom S, Bangs MJ, 
Corbel V, et al. Host feeding patterns and preference of Anopheles mini-
mus (Diptera: culicidae) in a malaria endemic area of western Thailand: 
baseline site description. Parasit Vectors. 2012;5:114.

 26. Rattanarithikul R, Harrison BA, Harbach RE, Panthusiri P, Coleman RE, 
Panthusiri P. Illustrated keys to the mosquitoes of Thailand. IV. Anopheles. 
Southeast Asian J Trop Med Public Health. 2006;37(Suppl 2):1–128.

 27. WHO. Test procedures for insecticide resistance monitoring in malaria 
vector mosquitoes. 2nd edn. Geneva: World Health Organization; 2016. 
http://apps.who.int/iris/bitstream/10665/250677/1/9789241511575-eng.
pdf. Accessed 10 Jan 2016.

 28. Perera MDB, Hemingway J, Karunaratne SP. Multiple insecticide resistance 
mechanisms involving metabolic changes and insensitive target sites 
selected in anopheline vectors of malaria in Sri Lanka. Malar J. 2008;7:168.

 29. Nwane P, Etang J, Chouaїbou M, Toto JC, Koffi A, Mimpfoundi R, et al. 
Multiple insecticide resistance mechanisms in Anopheles gambiae s.l. 
populations from Cameroon, Central Africa. Parasit Vectors. 2013;6:41.

 30. Syafruddin D, Hidayati AP, Asih PB, Hawley WA, Sukowati S, Lobo NF. 
Detection of 1014F kdr mutation in four major Anopheline malaria vec-
tors in Indonesia. Malar J. 2010;9:315.

 31. Biological sequence alignment editor software. http://www.mbio.ncsu.
edu/BioEdit/bioedit.html. Accessed 5 Jan 2017.

 32. CAP3 sequence assembly program. http://doua.prabi.fr/software/cap3. 
Accessed 5 Jan 2017.

 33. Clustal Omega multiple sequence alignment program. https://www.ebi.
ac.uk/Tools/msa/clustalo/. Accessed 5 Jan 2017.

 34. MALVEC Project 2013–2016. http://www.malvec.pasteur.la. Accessed 10 
Jan 2017.

 35. Project MALVEC Laos. http://www.laos.ird.fr/les-activites-scientifiques/
projets-de-recherche/projet-malvec-laos. Accessed 10 Jan 2017.

 36. Guyant P, Corbel V, Guérin PJ, Lautissier A, Nosten F, Boyer S, et al. Past 
and new challenges for malaria control and elimination: the role of 
operational research for innovation in designing interventions. Malar J. 
2015;14:279.

 37. Chareonviriyahpap T, Aum-aung B, Ratanatham S. Current insecticide 
resistance patterns in mosquito vectors in Thailand. Southeast Asian J 
Trop Med Public Health. 1999;30:184–94.

 38. Overgaard HJ. Malaria mosquito resistance to agricultural insecticides: risk 
area mapping in Thailand, vol. 103. Battaramulla: IWMI; 2006. p. 1–62.

http://apps.who.int/iris/bitstream/10665/200018/1/9789241565158_eng.pdf
http://apps.who.int/iris/bitstream/10665/200018/1/9789241565158_eng.pdf
http://iris.wpro.who.int/bitstream/handle/10665.1/10945/9789290617181_eng.pdf%3fsequence%3d1
http://iris.wpro.who.int/bitstream/handle/10665.1/10945/9789290617181_eng.pdf%3fsequence%3d1
http://www.thaivbd.org
http://www.intechopen.com/books/export/citation/EndNote/anopheles-mosquitoes-new-insights-into-malaria-vectors/distribution-mechanisms-impact-and-management-of-insecticide-resistance-in-malaria-vectors-a-pragmat
http://www.intechopen.com/books/export/citation/EndNote/anopheles-mosquitoes-new-insights-into-malaria-vectors/distribution-mechanisms-impact-and-management-of-insecticide-resistance-in-malaria-vectors-a-pragmat
http://www.intechopen.com/books/export/citation/EndNote/anopheles-mosquitoes-new-insights-into-malaria-vectors/distribution-mechanisms-impact-and-management-of-insecticide-resistance-in-malaria-vectors-a-pragmat
http://www.intechopen.com/books/export/citation/EndNote/anopheles-mosquitoes-new-insights-into-malaria-vectors/distribution-mechanisms-impact-and-management-of-insecticide-resistance-in-malaria-vectors-a-pragmat
http://www.who.int/malaria/vector_control/gpirm_executive_summary_en.pdf%3fua%3d1
http://www.who.int/malaria/vector_control/gpirm_executive_summary_en.pdf%3fua%3d1
http://gis.biophics.org/
http://apps.who.int/iris/bitstream/10665/250677/1/9789241511575-eng.pdf
http://apps.who.int/iris/bitstream/10665/250677/1/9789241511575-eng.pdf
http://www.mbio.ncsu.edu/BioEdit/bioedit.html
http://www.mbio.ncsu.edu/BioEdit/bioedit.html
http://doua.prabi.fr/software/cap3
https://www.ebi.ac.uk/Tools/msa/clustalo/
https://www.ebi.ac.uk/Tools/msa/clustalo/
http://www.malvec.pasteur.la
http://www.laos.ird.fr/les-activites-scientifiques/projets-de-recherche/projet-malvec-laos
http://www.laos.ird.fr/les-activites-scientifiques/projets-de-recherche/projet-malvec-laos


Page 13 of 13Sumarnrote et al. Malar J  (2017) 16:299 

•  We accept pre-submission inquiries 

•  Our selector tool helps you to find the most relevant journal

•  We provide round the clock customer support 

•  Convenient online submission

•  Thorough peer review

•  Inclusion in PubMed and all major indexing services 

•  Maximum visibility for your research

Submit your manuscript at
www.biomedcentral.com/submit

Submit your next manuscript to BioMed Central 
and we will help you at every step:

 39. Obsomer V, Defourny P, Coosemans M. The Anopheles dirus complex: 
spatial distribution and environmental drivers. Malar J. 2007;6:26.

 40. Do Manh C, Beebe NW, Van Thi VN, Le Quang T, Lein CT, Van Nguyen D, 
et al. Vectors and malaria transmission in deforested, rural communities in 
north-central Vietnam. Malar J. 2010;9:1–12.

 41. Nguyen DM, Tran DH, Harbach RE, Elphick J, Linton YM. A new species 
of the Hyrcanus Group of Anopheles, subgenus Anopheles, a second-
ary vector of malaria in coastal areas of southern Vietnam. J Am Mosq 
Control Assoc. 2000;16:189–98.

 42. St Laurent B, Oy K, Miller B, Gasteiger EB, Lee E, Sovannaroth S, et al. Cow-
baited tents are highly effective in sampling diverse Anopheles malaria 
vectors in Cambodia. Malar J. 2016;15:1–11.

 43. Hempolchom C, Otsuka Y, Baimai V, Thongsahuan S, Saeung A, Taai K, 
et al. Development of a multiplex PCR assay for the identification of eight 
species members of the Thai Hyrcanus Group (Diptera: Culicidae). Appl 
Entomol Zool. 2013;48:469–76.

 44. Choochote W. Evidence to support karyotypic variation of the mosquito, 
Anopheles peditaeniatus in Thailand. J Insect Sci. 2011;11:10.

 45. Henry-Halldin CN, Nadesakumaran K, Keven JB, Zimmerman AM, Siba P, 
Mueller I, et al. Multiplex assay for species identification and monitoring 
of insecticide resistance in Anopheles punctulatus group populations of 
Papua New Guinea. Am J Trop Med Hyg. 2012;86:140–51.

 46. Gentile G, Santolamazza F, Fanello C, Petrarca V, Caccone A, della Torre 
A. Variation in an intron sequence of the voltage-gated sodium channel 
gene correlates with genetic differentiation between Anopheles gambiae 
s.s. molecular forms. Insect Mol Biol. 2004;13:371–7.

 47. Baker EZ, Beier JC, Meek SR, Wirtz RA. Detection and quantification of 
Plasmodium falciparum and P. vivax infections in Thai–Kampuchean 
Anopheles (Diptera: Culicidae) by enzyme-linked immunosorbent assay. J 
Med Entomol. 1987;24:536–41.

 48. Gingrich JB, Weatherhead A, Sattabongkot J, Pilakasiri C, Wirtz RA. Hyper-
endemic malaria in a Thai village: dependence of year-round transmis-
sion on focal and seasonally circumscribed mosquito (Diptera: Culicidae) 
habitats. J Med Entomol. 1990;27:1016–26.

 49. Rueda LM, Brown TL, Kim HC, Chong S-T, Klein TA, Foley DH, et al. Species 
composition, larval habitats, seasonal occurrence and distribution of 
potential malaria vectors and associated species of Anopheles (Diptera: 
Culicidae) from the Republic of Korea. Malar J. 2010;9:55.

 50. Limrat D, Rojruthai B, Apiwathnasorn C, Samung Y, Prommongkol S. 
Anopheles barbirostris/campestris as a probable vector of malaria in Ara-
nyaprathet, Sa Kaeo Province. Southeast Asian J Trop Med Public Health. 
2001;32:739-44.

 51. Sriwichai P, Samung Y, Sumruayphol S, Kiattibutr K, Kumpitak C, Payak-
kapol A, et al. Natural human Plasmodium infections in major Anopheles 
mosquitoes in western Thailand. Parasit Vectors. 2016;9:17.

 52. Zollner G, Sattabongkot J, Vaughan JA, Kankaew P, Robert LL, Thimasarn 
K, et al. Longitudinal evaluation of malaria epidemiology in an isolated 
village in western Thailand: I. Study site and adult Anopheline bionomics. 
Southeast Asian J Trop Med Public Health. 2016;47:341–65.

 53. Ibrahim SS, Manu YA, Tukur Z, Irving H, Wondji CS. High frequency of kdr 
L1014F is associated with pyrethroid resistance in Anopheles coluzzii in 
Sudan savannah of northern Nigeria. BMC Infect Dis. 2014;14:441.

 54. Mathias DK, Ochomo E, Atieli F, Ombok M, Nabie Bayoh M, Olang G, 
et al. Spatial and temporal variation in the kdr allele L1014S in Anopheles 
gambiae s.s. and phenotypic variability in susceptibility to insecticides in 
Western Kenya. Malar J. 2011;10:10.

 55. Siriwong W, Taneepanichskul N, Norkaew S, Siripattanakul S, Chotpanta-
rat S, Robson M. Health risk assessment of organophosphate pesticides 
exposure for chilli-growing farmers in Ubon Ratchathani province, 
northeastern, Thailand. Epidemiology. 2011;22:84–5.

 56. Pathak P. Assessing environmental pesticide exposures in chili farming 
communities of Ubon Ratchathani province. Thailand: Faculty of the Rol-
lins School of Public Health of Emory University; 2012.

 57. Saowanee N, Nutta T, Wattasit S, Sumana S, Mark R. Household pesticide 
use in agricultural community, Northeastern Thailand. J Med Med Sci. 
2012;3:631–7.

 58. WHO. Global vector control response (GVCR) 2017–2030. Geneva: World 
Health Organization; 2017. http://www.who.int/malaria/global-vector-
control-response/en/. Accessed 17 Jul 2017.

 59. Kwansomboon N, Chaumeau V, Fustec B, Montazeau C, Lay B, Kit-
tiphanakun P, et al. Vector Bionomics and malaria transmission along the 
Thailand–Myanmar border: a baseline entomological survey. J Vector 
Ecol. 2017;42:84–93.

 60. Ya-umphan P, Cerqueira D, Parker D, Cottrell G, Poinsignon A, Remoue 
F, et al. Anopheles salivary biomarker to assess malaria transmission risk 
along the Thailand–Myanmar border. J Infect Dis. 2017;215:396–404.

 61. Lyttleton C. Deviance and resistance: malaria elimination in the Greater 
Mekong Subregion. Soc Sci Med. 2016;150:144–52.

 62. Roll Back Malaria Vector Control Working Group (RBM VCWG). 11th 
Annual and Work Stream Meetings. Geneva; 2016. http://www.rollback-
malaria.org/files/files/working-groups/VCWG/VCWG-11%20plenary/
VCWG-11%20meeting%20report%20final.pdf. Accessed 10 Jan 2017.

http://www.who.int/malaria/global-vector-control-response/en/
http://www.who.int/malaria/global-vector-control-response/en/
http://www.rollbackmalaria.org/files/files/working-groups/VCWG/VCWG-11%20plenary/VCWG-11%20meeting%20report%20final.pdf
http://www.rollbackmalaria.org/files/files/working-groups/VCWG/VCWG-11%20plenary/VCWG-11%20meeting%20report%20final.pdf
http://www.rollbackmalaria.org/files/files/working-groups/VCWG/VCWG-11%20plenary/VCWG-11%20meeting%20report%20final.pdf

	Status of insecticide resistance in Anopheles mosquitoes in Ubon Ratchathani province, Northeastern Thailand
	Abstract 
	Background: 
	Methods: 
	Results: 
	Discussion: 

	Background
	Methods
	Study site
	Mosquito collections
	Species identification
	Insecticide susceptibility tests
	Synergist bioassays
	Extraction of mosquito DNA
	Molecular detection of kdr alleles
	Data analysis

	Results
	Insecticide bioassays
	Synergist bioassays
	kdr detection

	Discussion
	Conclusions
	Authors’ contributions
	References




